ERC Funded Postdoctoral position in gene regulation in
Montpellier
Translation dynamics during patterning of the Drosophila embryo
Project
During embryonic development, cellular identities are progressively established with a
striking accuracy and reproducibility. This is in part due to precise regulation of gene
expression in space and time. Our understanding of gene expression control during
development is largely based on mRNA studies, ignoring potential regulatory inputs from
translation. While precision at theFully
transcriptional
level is well-documented,
much less is
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to
known concerning protein synthesis, which is not necessarily linearly related to
transcription. How is the translation process regulated in space and time during
Decode the role of enhancer priming on transcriptional bursting
development? To what
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bursting are unknown
and
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with
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More
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are the focus of this proposal. Our project is concerned with a particular class of TFs
called pioneer factors, such as Zelda. To study the impact of TF pioneer factors on
Qualificationstranscriptional bursting in single cells, we will employ quantitative live imaging of
transcription
(MS2/MCP)biology,
combinedgenetics
to an innovative
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Ability to work as part of an international team is required.
Techniques: Confocal imaging, Genetics, Molecular Biology; Data analysis (image
A PhD in biology,
biophysics
or a closely
related orfield
is required
by the
start of the
analysis,
statistics, programming
in R/Matlab
Python);
Mathematical
modelling
appointment. Interdisciplinary
profilesMarkov
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(continuous- and discrete-time
processes).
Candidate : Motivation, perseverance, rigor, creativity and curiosity. Knowledge in

Environment drosophila genetics is a plus but not mandatory. Interest in mathematical and
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and CNRS
expertiseMontpellier
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Environment: This project belongs to an interdisciplinary project in collaboration with
three labs: Mounia Lagha, Ovidiu Radulescu and John Reinitz. The PhD student will be
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about the
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commensurate to previous experience in accord with CNRS standards.
Funding : Start date: 01/10/2020. Salary: ~ 2130 euros/month (brut).

